Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.049; wR factor = 0.128; data-to-parameter ratio = 20.0.
The asymmetric unit of the title Schiff base complex, [Mn(C 36 H 46 N 2 O 2 )Cl], comprises two crystallographically independent molecules. The Mn III centre in each molecule adopts a distorted square-pyramidal geometry. Each Mn III ion is coordinated by the N 2 O 2 atoms of the tetradentate Schiff base ligand forming the basal plane and the coordinated chloride anion occupies the apical position. Four bifurcated intramolecular C-HÁ Á ÁO contacts stabilize the molecular structure. In the crystal packing, molecules are linked into dimers via intermolecular C-HÁ Á ÁCl contacts and further stabilized by C-HÁ Á Á interactions. The crystal studied was a non-merohedral twin, the refined ratio of the twin components being 0.441 (1):0.559 (1).
Related literature
For biological applications of Schiff base derivatives, see : Dixit & Srinivasan (1988) ; Glatzel et al. (2004) ; Lu et al. (2006) ; Stallings et al. (1985) . For a related structure, see : Eltayeb et al. (2007) . For the stability of the temperature controller used for the data collection, see : Cosier & Glazer (1986) .
Experimental
Crystal data [Mn(C 36 Table 1 Hydrogen-bond geometry (Å , ) . Symmetry codes: (i) Àx; Ày; Àz þ 1; (ii) Àx þ 1; Ày; Àz; (iii) x À 1; y; z þ 1; (iv) x; y; z À 1. Cg1 and Cg2 are centroids of the benzene rings C1A-C6A and C15B-C20B, respectively.
Data collection: APEX2 (Bruker, 2005 ); cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). enzymes (Stallings et al., 1985) . Previously, we reported the crystal structure of (ethanol-κO){4,4',6,6'-tetra-tert-butyl- O',N,N'}zinc(II) ethanol solvate (Eltayeb et al., 2007) . Herein, we report the crystal structure of chlorido{4,4',6,6'-tetra-tert-butyl-2,2'-[o-phenylenebis(nitrilomethylidyne)]diphenolato- O',N,N'}manganese(III) .
The asymmetric unit of title compound consists of two crystallographically independent molecules, A and B. The Mn III ion in each molecule adopts a distorted square-pyramidal geometry which is coordinated by the N 2 O 2 atoms of the tetradentate Schiff base ligand. The apex position is occupied by a chloride ion. The Mn1 ions in molecules A and B are displaced by 0.3388 (4) and 0.3351 (4) Å out of the mean N1/N2/O1/O2 basal planes towards the axial Cl1 atoms, respectively. The dihedral angles between the central benzene ring (C8-C13) and the other two benzene rings (C1-C6 and C15-C20) are 8.84 (14) and 5.02 (13)° for molecule A, respectively, whereas these angles are 9.74 (14) and 9.35 (14)°, respectively, in molecule B. The geometric parameters are comparable to the previously reported structure (Eltayeb et al., 2007) .
Four bifurcated intramolecular C-H···O hydrogen bonds stabilized the molecular structure (Table 1 ). In the crystal packing (Fig. 2) , the molecules are linked into dimers via intermolecular C7A-H7A···Cl1B and C14B-H14B···Cl1A contacts and are further stabilized by C-H···π interactions (Table 1) .
A sample of 3,5-di-tert-butyl-2-hydroxybenzaldehyde (0.936 g, 4 mmol) was added to a solution of o-phenylenediamine (0.216 g, 2 mmol) in ethanol (30 ml). The mixture was refluxed with stirring for half an hour. Then (0.394 g, 2 mmol) manganese chloride tetrahydrate in ethanol (10 ml) was added, followed by triethylamine (0.5 ml, 3.6 mmol). The mixture was refluxed at room temperature for 3 h. A brown precipitate was obtained, washed with ethanol (5 ml), dried, and then washed by copious amount of diethyl ether. Brown crystals were formed after three days of slow evaporation of diethyl ether solution of the complex held at room temperature.
supplementary materials sup-2 Refinement All H atoms were positioned geometrically and refined using a riding model, with C-H = 0.93 or 0.96 Å and U iso (H) = 1.2 or 1.5 U eq (C). The rotating group model was applied for the methyl groups. The crystal studied was a non-merohedral twin with a refined BASF of 0.441 (1). Figures   Fig. 1 . The molecular structure of the two independent molecules in title compound with 50% probability ellipsoids for non-H atoms. 
Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cyrosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1) K. 119.8 (2) C12B-C13B-C8B 120.0 (2) C8A-C13A-N2A 115.4 (2) C12B-C13B-N2B 125.1 (2) C12A-C13A-N2A 124.8 (2) C8B-C13B-N2B 114.9 (2) N2A-C14A-C15A 127.1 (2) N2B-C14B-C15B 126.2 (2) N2A-C14A-H14A
116.5 N2B-C14B-H14B 116.9 C15A-C14A-H14A
116.5 C15B-C14B-H14B 116.9 C20A-C15A-C16A 120.3 (2) C20B-C15B-C16B 120.4 (2) C20A-C15A-C14A 121.7 (2) C20B-C15B-C14B 123.2 (2) C16A-C15A-C14A 117.8 (2) C16B-C15B-C14B 116.4 (2) C17A-C16A-C15A 121.9 (2) C17B-C16B-C15B 121.3 (2) C17A-C16A-H16A
119.1 C17B-C16B-H16B 119.4 C15A-C16A-H16A
119.1 C15B-C16B-H16B 119.4 C16A-C17A-C18A 116.2 (2) C16B-C17B-C18B 117.1 (2) C16A-C17A-C33A 124.4 (2) C16B-C17B-C33B 122.9 (2) C18A-C17A-C33A 119.4 (2) C18B-C17B-C33B 120.0 (2) C19A-C18A-C17A 125.4 (2) C19B-C18B-C17B 124.7 (2) C19A-C18A-H18A
117.3 C19B-C18B-H18B 117.7 C17A-C18A-H18A
117.3 C17B-C18B-H18B 117.7 C18A-C19A-C20A 117.6 (2) C18B-C19B-C20B 117.2 (2) C18A-C19A-C29A 121.7 (2) C18B-C19B-C29B 121.6 (2) C20A-C19A-C29A 120.6 (2) C20B-C19B-C29B 121.3 (2) O2A-C20A-C15A 121.5 (2) O2B-C20B-C15B 121.5 (2) O2A-C20A-C19A 119.8 (2) O2B-C20B-C19B 119.3 (2) C15A-C20A-C19A 118.6 (2) C15B-C20B-C19B 119.2 (2) C22A-C21A-C23A 107.9 (2) C22B-C21B-C24B 106.5 (2) C22A-C21A-C24A 107.2 (2) C22B-C21B-C2B 112.2 (2) C23A-C21A-C24A 110.0 (3) C24B-C21B-C2B 109.8 (2) C22A-C21A-C2A 111.3 (2) C22B-C21B-C23B 108.0 (2) C23A-C21A-C2A 110.0 (2) C24B-C21B-C23B 110.2 (2) C24A-C21A-C2A 110.5 (2) C2B-C21B-C23B 110.0 (2) C21A-C22A-H22A 109.5 C21B-C22B-H22D 109.5 C21A-C22A-H22B 109.5 C21B-C22B-H22E 109.5 H22A-C22A-H22B 109.5 H22D-C22B-H22E 109.5 C21A-C22A-H22C 109.5 C21B-C22B-H22F 109.5 H22A-C22A-H22C 109.5 H22D-C22B-H22F 109.5 H22B-C22A-H22C 109.5 H22E-C22B-H22F 109.5 C21A-C23A-H23A 109.5 C21B-C23B-H23D 109.5 
Hydrogen-bond geometry (Å, °)

